Supplementary Table S1
In silico analysis of OPDA and heat upregulated genes. Genes that have reported to be upregulated both by OPDA (75µM, 4h) and moderate heat (37°C, 1h) more than threefold are listed (Liu et al., 2011; Mueller et al., 2008) . Under heat stress, upregulation of genes nos. 1 -26 were found to be dependent on the transcription factors HSFA1 a, b, d and e (Liu et al., 2011) . The microarray data was extracted from the National Center for Biotechnology Information (NCBI) Gene Expression Omnibus under the accession nos. GSE10749 (OPDAinduced genes) and GSE26266 (heat-induced genes). 
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